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a b s t r a c t
Background: Gnetum parvifolium stems and roots have been used for a long time in traditional Chinese medicines.
Stilbenes are bioactive compounds present in G. parvifolium plants, and they possess antioxidative and anticancer
properties. However, little is known about the responses of G. parvifolium stilbene biosynthetic pathways to
stress conditions. Therefore, we investigated stilbene biosynthesis, including the expression of relevant genes,
in G. parvifolium exposed to high-temperature and ultraviolet-C treatments.
Results: High temperatures did not inﬂuence the accumulation of total stilbenes in stems but decreased stilbene
concentrations in roots at 3 h, with a subsequent restoration to control levels. In contrast, ultraviolet irradiation
induced the accumulation of total stilbenes in stems but not in roots. We also observed that high temperatures
inhibited the production of resveratrol and piceatannol in G. parvifolium stems and roots, whereas ultraviolet
treatments initially inhibited their accumulation (up to 6 h) but induced their production at later time points.
Analyses of speciﬁc genes (i.e., PAL, C4H, 4CL, STS, and CYP) revealed that their expression levels generally
increased in stress-treated stems and roots, although there was some variability in the expression proﬁles
during treatments.
Conclusions: Our results indicated that high temperatures and ultraviolet irradiation differentially affect the
biosynthesis of speciﬁc stilbenes in G. parvifolium stems and roots. Therefore, cultivating G. parvifolium
seedlings under optimal stress conditions may increase the biosynthesis of speciﬁc stilbene compounds.
© 2016 Pontiﬁcia Universidad Católica de Valparaíso. Production and hosting by Elsevier B.V. All rights reserved. This
is an open access article under the CC BY-NC-ND license (http://creativecommons.org/licenses/by-nc-nd/4.0/).

1. Introduction
The genus Gnetum consists of 35–40 species and is one of three
unique groups of the phylum Gnetophyta [1]. This genus forms a
morphologically and ecologically diverse monophyletic group with
special cytological features [2,3,4]. There are some controversies
regarding its phylogenetic position among seed plants, and resolving
this issue may provide important insights into the evolution
and origin of ﬂowers [5]. Several Gnetum spp. are edible or used as
paper pulp, which makes them economically valuable in many regions
of Africa and Asia [6]. Moreover, these Gnetum spp. are important
sources of raw materials for traditional medicines in many countries [1].
Stem and root extracts have been used to cure ocular complications,
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relieve swelling, treat acute respiratory infections, and cure chronic
bronchitis [7]. In addition, numerous studies have indicated that these
extracts contain a wide range of natural bioactive compounds, including
stilbenoids [8,9,10]. Together with plants from the families Pinaceae,
Cyperaceae, Vitaceae, Dipterocarpaceae, and Fabaceae, Gnetum spp. are
considered one of the best sources of stilbenoids among plants [11].
Stilbenoids are a family of polyphenols known for their diverse
biological activities [11,12]. Some of these compounds exhibit
hypotensive, antioxidant, anticancer, and antibacterial effects [13].
About 100 different types of stilbenoids have been identiﬁed in
at least 15 Gnetum spp., representing almost the full spectrum of
natural stilbenoids [11,14]. Some stilbenoids, such as resveratrol
(3,5,4′-trihydroxy-trans-stilbene), have attracted considerable
attention. Resveratrol is believed to be involved in the health beneﬁts
associated with the moderate consumption of red wine [15] and is
currently one of the most extensively studied natural products [16].
Numerous studies have revealed that it can inhibit the progression of
diverse illnesses, including cancer, HIV disease, and cardiovascular
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0717-3458/© 2016 Pontiﬁcia Universidad Católica de Valparaíso. Production and hosting by Elsevier B.V. All rights reserved. This is an open access article under the CC BY-NC-ND license
(http://creativecommons.org/licenses/by-nc-nd/4.0/).
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disease. Resveratrol can also prolong the lifespan of various organisms by
activating sirtuin deacetylases [17,18,19]. Furthermore, its hydroxylated
analog, piceatannol, exhibits considerable antitumorigenic and
antileukemic activities [20,21].
Stilbenes are synthesized by stilbene synthases (STSs) together with
chalcone synthases that share a common upstream pathway [22,23].
Key enzymes [i.e., phenylalanine ammonia-lyase (PAL) and cinnamic
acid 4-hydroxylase (C4H)] catalyze the deamination of L-phenylalanine
to trans-cinnamic acid during the ﬁrst step of phenylpropanoid
biosynthesis. The resulting p-coumaric acid is converted to
p-coumaroyl-CoA through a reaction catalyzed by 4-coumarate: CoA
ligase (4CL). Three acetate extender units (derived from malonyl-CoA)
are added to produce a linear tetraketide intermediate. The subsequent
folding and cyclization of the generated intermediate lead to the
production of a chalcone or stilbene ring structure depending on
the polyketide synthase activity [22]. Resveratrol may be further
hydroxylated by some members of the CYP gene family (e.g.,
cytochrome P450) to produce piceatannol (Fig. 1). We previously
analyze Gnetum parvifolium transcriptome and determine that these
genes are primarily involved in stilbenoid biosynthesis [1].
G. parvifolium is mainly distributed in tropical and subtropical
regions of southern China. Its stems and roots have been used in
traditional Chinese medicines for more than 1500 years [14]. Our
previous studies indicate that Gnetum spp. are rich in stilbenes [1,24,
25]. We also determine that stilbene accumulation differs among
G. parvifolium tissues, with concentrations mediated by the expression
of relevant biosynthetic genes [1]. In addition, several stilbene
compounds have been detected in G. africanum stems [10,26,27] or
G. parvifolium stems and roots [1]. Stilbene production is induced by
high temperature and ultraviolet (UV) treatments [1], implying that
stress factors can stimulate the accumulation of stilbenes in leaves. In

this study, we analyzed young G. parvifolium stems and roots treated
with high temperature or UV light. We focused on the accumulation
of total stilbenes, including resveratrol and piceatannol, and the
expression of genes responsible for stilbenoid biosynthesis. A more
comprehensive characterization of the responses of G. parvifolium
stilbene biosynthetic pathways to environmental stresses may
contribute to the breeding of stilbene-rich plants.

2. Materials and methods
2.1. Materials and treatments
All experiments were conducted using 1-year-old G. parvifolium
(Warb.) C.Y. Cheng ex Chun seedlings cultivated in the greenhouse.
The seedlings were acclimated in a climate chamber for several days
and then divided into two equal groups. One group was exposed to
high temperature (40°C), whereas the other group was treated with
UV-C irradiation (20 W; wavelength: 200–275 nm). Both the groups
were treated for 3, 6, 12, 24, and 48 h. We did not use the within 1-h
UV-C treatment applied in many earlier studies [28,29]. We applied
relatively long irradiation times in our experiments because of the
thick leathery leaves in this Gnetum plant. Our earlier results of
photosynthetic experiments suggested that Gnetum was not sensitive
to strong irradiation and was able to withstand several hours of UV-C
treatment without any noticeable loss of viability, except for withering
after the extreme 48-h treatment (data not shown). In addition, long
UV processing time (9 h) has been applied to Arabidopsis thaliana [30].
These observations provided us with an opportunity to check much
longer range of UV-C treatments than are commonly applied in plants.
The experiments were completed using four biological replicates. All

Fig. 1. The biosynthesis pathway of stilbenes and candidate genes involved in stilbenoids biosynthesis in G. parvifolium. PAL: phenylalanine ammonia-lyase, C4H: cinnamic acid
4-hydroxylase, 4CL: 4-coumarate: CoA ligase, CYP: cytochrome P450 gene, STS: stilbene synthase.
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treated stems and roots were harvested and immediately stored in
liquid nitrogen.
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2.5. Data analysis and statistics
Data were obtained from four biological replicates, and the results
are presented as the mean ± standard deviation. All statistical
analyses and plottings were completed using R software (version 3.2.4).

2.2. Stilbenoid extraction and quantiﬁcation
2.2.1. Extraction
All 96 harvested samples were oven-dried and ground into a powder.
Each sample (10 mg) was resuspended in 500 μL 80% methanol before
undergoing an ultrasonic treatment for 30 min. The samples were then
incubated at 4°C overnight. The homogenates were centrifuged at
12,000 rpm for 10 min, and supernatants were stored at 4°C until
analyzed.
2.2.2. Total stilbenoids
Sample extracts (50 μL) were diluted in ddH2O to a volume of 500 μL.
The absorbance of the samples was measured at 333 nm, and total
stilbenoid content was determined with 80% methanol as the reference
and resveratrol (Tongtian Biotech) as the standard.
2.2.3. Stilbene analysis by high-performance liquid chromatography
According to Deng et al.'s method [1], 20 μL extracts were analyzed
using an HPLC 1260 system (Agilent, CA, USA) with an Eclipse
XDB-C18 reverse phase column (4.6 × 150 mm; particle size: 5 μm).
Solvent A was 0.1% formic acid in water, whereas solvent B consisted
of 0.1% formic acid in acetonitrile. The ﬂow rate was 1 mL min−1.
Compounds were separated with a linear gradient (5–70% solvent B
over 30 min). A photodiode array detector (Agilent) was used to detect
the UV–visible absorption (190–600 nm).
2.3. RNA isolation
Total RNA was isolated from 100 mg samples (stored at −80°C)
using TRIzol (Invitrogen, CA, USA). The purity of the RNA was checked
using a NanoPhotometer spectrophotometer (Implen, CA, USA),
and concentrations were determined with a Qubit RNA Assay kit and
Qubit 2.0 Fluorometer (Life Technologies, CA, USA). Degradation and
contamination were evaluated in 1% agarose gels, and RNA integrity
was assessed using a Nano 6000 Assay Kit and the Bioanalyzer 2100
system (Agilent).
2.4. Determination of gene expression levels by quantitative reverse
transcription polymerase chain reaction
Equal amounts of extracted total RNA were reverse-transcribed by
Superscript III Reverse Transcriptase (Invitrogen). The polymerase
chain reaction (PCR) experiments were conducted using the SYBR
Premix Ex Taq kit (Takara, Dalian, China) and LightCycler 480 (Roche,
USA). Primers speciﬁc for selected G. parvifolium genes were designed
using Primer3 (version 0.4.0; http://frodo.wi.mit.edu/primer3/) and
are listed in Table 1. The PCR experiments were completed using the
Bio-Rad Sequence Detection System and the following program: 95°C
for 10 s and 40 cycles of 95°C for 15 s and 60°C for 30 s. The relative
expression levels were calculated using the 2−ΔΔCt method [31].
Table 1
Gene-speciﬁc primers used for quantitative reverse transcription polymerase chain
reaction analyses.
Gene

Forward primer

Reverse primer

PAL 1
PAL 2
4CL
C4H
STS
CYP
Actin

CCTTCAACTCCTCCTCGAACACGC
CCTTCAACTCCTCCTCGAACACGC
TGCCAATCCCAACCTTCACCT
GGGGACGAAACCACGACCAG
CAGCCTGCCAATGTGATAAAC
GAAATCCGTCATCATCAATAGG
TTGTAGGTCGCCCTCGTC

GCTTTCGTACATTGACAACC
GCTTTCGTACATTGACAACC
CCACCCTCACGGACGACAAATC
GGAGACGACCTCAATCACAG
TTCAGCATCTCCTCCGTGAG
TGCCACCAAGAGGGTCATAT
CTCCCTGTTAGCCTTTGG

3. Results
3.1. Effects of high temperature and UV treatments on total stilbene
accumulation
Our previous study reveals that high temperature and UV
treatments affect stilbene production in young G. parvifolium leaves
[1]. In the present study, there were no signiﬁcant changes to stilbene
content in high temperature-treated stems over time (Fig. 2a).
However, we observed signiﬁcant ﬂuctuations in the roots (Fig. 2b).
During UV treatments, the stem stilbene content increased in an almost
linear fashion and peaked at 48 h [8.0 mg g−1 dry weight (DW)], which
corresponded to an increase of 78% over the control level (Fig. 2c).
However, UV treatments did not inﬂuence the root stilbene content
(Fig. 2d). These results suggested that high temperature and UV stresses
affected stilbene accumulation differently.
3.2. Effects of high temperature and UV treatments on resveratrol and
piceatannol accumulation
The stem resveratrol and piceatannol contents exhibited similar
trends following high-temperature treatments (Fig. 3a,b), with the
concentrations of both compounds decreasing signiﬁcantly after 6 h
(resveratrol) or 12 h (piceatannol) and then stabilizing (Fig. 3a,b).
During UV treatments, the concentrations of both compounds
decreased up to 6 h and then increased, peaking at 48 h with values of
202 μg g−1 DW (resveratrol; Fig. 3c) and 964 μg g−1 DW (piceatannol;
Fig. 3d). The changes in resveratrol and piceatannol contents in roots
were similar to those in stems (Fig. 4). Under high temperature
conditions, the concentrations of the compounds gradually decreased
over time, reaching the lowest levels at 48 h (Fig. 4a,b). In contrast,
during exposure to UV light, the lowest resveratrol and piceatannol
levels occurred at 6 h, followed by an increase up to 671 μg g−1 DW
(resveratrol; Fig. 4c) and 3728 μg g−1 DW (piceatannol; Fig. 4d) at 48 h.
These results indicated that G. parvifolium stems and roots contained a
relatively large amount of resveratrol and piceatannol. In addition, the
accumulation of these compounds was induced by UV irradiation,
whereas high temperature treatments had the opposite effect.
3.3. Expression patterns of candidate genes affecting the stilbenoid
biosynthesis pathway under stress conditions
Our previous transcriptomics study identiﬁes candidate unigenes
involved in the stilbenoid biosynthesis pathway (i.e., PAL, C4H, 4CL,
STS, and CYP) [1]. In stems, high temperature and UV treatments
increased the expression level of all of these genes (Fig. 5). For the
upstream genes (i.e., PAL, C4H, and 4CL), high-temperature treatments
signiﬁcantly increased gene expression levels by up to 5–60-fold, with
peaks at 24 or 48 h. Similarly, UV irradiation increased the expression
of these genes by up to 33–3367-fold at 24 or 48 h. For the key
biosynthetic genes (i.e., STS and CYP), high-temperature treatments
induced the expression of STS at 24 h, with levels over 17-fold higher
than the control values. Exposure to UV light resulted in a N 200-fold
increase in the STS expression level at the same time point. Similarly,
the CYP expression level in high temperature-treated samples was
N100-fold higher than that of the controls after 24 h, whereas it was
N1000-fold higher than that of the controls 24 h after initiating the UV
treatments. The speciﬁc gene expression patterns in stems depended on
the treatment duration. In addition, the effects of the high temperature
and UV treatments varied among the tested genes (Fig. 5).
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Fig. 2. Contents of total stilbenes in the stems and roots of G. parvifolium seedlings under stress conditions. X-axis represents the treatment time and Y-axis represents the content of total
stilbene [mg g−1 DW]. Total stilbene in stems (a) and roots (b) under high temperature and in stems (c) and roots (d) under UV treatment. Means ± SD, n = 4. * and ** indicate signiﬁcant
difference at P b 0.05 and P b 0.01, respectively, between the treated and control plants.

The expression patterns of the analyzed genes in treated roots
were generally less uniform than those in the stems (Fig. 6). The
high-temperature treatments induced signiﬁcant increases in the PAL,
C4H, and 4CL expression levels at 3 h (for 4CL) or 6 h (for PAL and
C4H). The expression levels of these three genes in the high
temperature-treated plants were 2–25-fold higher than the control

values. Similarly, UV light signiﬁcantly upregulated the expression of
these genes after only 3 h, with expression levels 4–41-fold higher
than the control values. In addition, exposure to high temperature
increased STS expression by N 6-fold, with the highest values observed
at 6 h. In contrast, UV irradiation increased STS expression by N 159-fold
at 24 h. Unlike in stems, root CYP expression levels decreased in high
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Fig. 3. Contents of resveratrol and piceatannol in the stems of G. parvifolium seedlings under stress conditions. X-axis represents the treatment time and Y-axis represents the content of
resveratrol and piceatannol [μg g−1 DW]. Resveratrol (a) and piceatannol (b) in stems under high temperature and resveratrol (c) and piceatannol (d) in stems under UV treatment.
Means ± SD, n = 4. * and ** indicate signiﬁcant difference at P b 0.05 and P b 0.01, respectively, between the treated and control plants.
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temperature-treated plants after only 3 h. However, the expression levels
returned to control levels at 48 h. The stem CYP expression level at 24 h of
UV irradiation was 96-fold higher than control levels. Root CYP expression
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4. Discussion
Approximately 450–475 million years ago, the ancestors of modern
vascular plants adapted to growth in terrestrial environments [32].
This colonization led to several physiological changes, including
the evolution of new specialized secondary metabolites, including
stilbenes and ﬂavonoids [33]. These plant products may be of
considerable use as potential drugs, nutraceuticals, and food additives
[33,34,35]. Polyphenolics possess a broad range of pharmacological
and therapeutic effects, including antioxidative and anticancer
activities. Gnetaceae species produce polyphenolics, such as stilbenes
and ﬂavonoids, as their major secondary metabolites, and they may be
unique in this respect [1]. Therefore, physiological and molecular
investigations of Gnetum spp. may lead to the discovery of new
bioactive and health-related compounds. We previously determine
that G. parvifolium roots contain 28 mg g−1 DW stilbene, which is
more than 6.1- and 3.4-fold higher than the leaf and stem stilbene
contents, respectively [1]. The accumulation of stilbenes in roots has
also been observed in Cayratia trifolia [33]. Under normal conditions,
G. parvifolium stems and roots contain 137 and 573.70 μg g−1 DW
resveratrol, respectively [1]. These concentrations are much higher
than those of mulberry (50.61 μg g−1 DW), jamun seed (34.87 μg−1
DW), and grape seed (5.89 μg−1 DW) [36]. These results imply that
G. parvifolium plant is one of the natural sources that produce speciﬁc
stilbenes with pharmaceutical properties.
The leaves of Gnetum spp. are often consumed as a healthy vegetable.
Our earlier experiments revealed that high temperature and UV
treatments (0, 3, 6, 12, 24, and 48 h) promote the accumulation of
stilbenes, including resveratrol and piceatannol, in the leaves of young
G. parvifolium seedlings [1]. The stems and roots of Gnetum spp. are
used in traditional Chinese medicines and have been regarded as
potential sources of stilbene compounds [10,26,27]. We used the same
G. parvifolium plant materials from our earlier study [1] to investigate
the responses of stilbene biosynthetic pathways to high temperature

and UV treatments in the stems and roots. Neither treatment resulted in
the accumulation of total stilbenes in roots; however, UV irradiation
increased total stilbene content in stems (Fig. 2). Resveratrol and
piceatannol contents decreased following high-temperature treatments,
whereas their concentrations signiﬁcantly increased in stems and roots
after prolonged (24–48 h) UV treatment (Fig. 3, Fig. 4). This study
revealed that these two stress factors have contrasting effects on the
accumulation of resveratrol and piceatannol in stems and roots. These
ﬁndings in the stems and roots differed from those in the leaves from
our earlier results in G. parvifolium, although they were collected in the
same treatments [1]. This may be because of variations in the genetic
regulation of secondary metabolism in different tissues, leading to
diverse (and even contrasting) responses to stresses.
Several plants, including Polygonum cuspidatum, Gnetum spp., and
Pinus spp., accumulate large amounts of stilbenes [1,11]. Most studies
conducted on the cells and leaves of peanut, grapevine, and pine
seedlings concluded that stilbenes are present at only very low levels
under normal conditions [37]. However, following exposure to stress
conditions, these compounds can accumulate through increases in the
expression of relevant biosynthetic genes and coordinated activation of
the expression of genes upstream from the general phenylpropanoid
pathway (e.g., PAL, 4CL, and C4H) [37]. Earlier studies determined that
STS expression is highly induced in response to biotic and abiotic
stresses such as infection, wounding, UV-C exposure, and chemical
treatments [37,38]. In many plant species that are rich in stilbenes,
including peanut and eastern white pine, STS genes exist as a family of
closely related genes (i.e., two STS genes [39,40]). However, grapevine is
the only stilbene-rich plant whose genome has been sequenced. Little is
known about the genes affecting stilbene biosynthesis in stilbene-rich
Gnetum spp. In the present study, gene expression analyses (Fig. 5,
Fig. 6) indicated that PAL, 4CL, and C4H were transcriptionally activated
after high temperature and UV treatments. The inductions of 4CL and
C4H expression were closely coordinated with that of PAL. In addition,
the expression levels of STS and CYP, which play an important
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regulatory role during the biosynthesis of resveratrol and other stilbene
derivatives, increased signiﬁcantly following high temperature and UV
treatments. However, the gene expression changes did not correspond
with the changes in stilbene production. This inconsistency suggests
that stilbene biosynthesis is inﬂuenced by post-transcriptional regulation.
This study represents one of the ﬁrst attempts to clarify the
molecular mechanisms underlying Gnetum sp. responses to stress
factors. We focused on the regulation of secondary metabolites in
different plant tissues. A more thorough characterization of these
mechanisms may help us understand how Gnetum spp. adapted to
tropical and subtropical habitats and ultimately will enable to breed
stilbene-rich Gnetum spp.
Conﬂict of interest
The authors declared that they have no conﬂict of interest.
Financial support
This work was support by the Special Fund for State Key Laboratory of
Tree Genetics and Breeding (TGB2013012), 948 project (2012-4-43), and
Fund of National Non-proﬁt Research Institutions of CAF (RIF2013-12).
Acknowledgments
We thank Prof. Yongzhen Pang for the kind suggestions and
Ms. Xiaojia Su for her great help during the determination of secondary
metabolites in the laboratory of Prof. Pang. We also thank Edanz Editing
for copyediting the manuscript.
References
[1] Deng N, Chang E, Li M, Ji J, Yao X, Bartish IV, et al. Transcriptome characterization of
Gnetum parvifolium reveals candidate genes involved in important secondary metabolic
pathways of ﬂavonoids and stilbenoids. Front Plant Sci 2016;7:1–15.
http://dx.doi.org/10.3389/fpls.2016.00174.
[2] Doyle JA. Seed plant phylogeny and the relationships of Gnetales. Int J Plant Sci
1996;157:3–39. http://dx.doi.org/10.1086/297401.
[3] Price R. Systematics of the Gnetales: A review of morphological and molecular
evidence. Int J Plant Sci 1996;157:40–9. http://dx.doi.org/10.1086/297402.
[4] Zhong B, Deusch O, Goremykin VV, Penny D, Biggs PJ, Atherton RA, et al. Systematic
error in seed plant phylogenomics. Genome Biol Evol 2011;3:1340–8.
http://dx.doi.org/10.1093/gbe/evr105.
[5] Wu CS, Wang YN, Liu SM, Chaw SM. Chloroplast genome (cpDNA) of Cycas
taitungensis and 56 cp protein-coding genes of Gnetum parvifolium: Insights into
cpDNA evolution and phylogeny of extant seed plants. Mol Biol Evol 2007;24:
1366–79. http://dx.doi.org/10.1093/molbev/msm059.
[6] Bhat R, Yahya NB. Evaluating belinjau (Gnetum gnemon L.) seed ﬂour quality as a
base for development of novel food products and food formulations. Food Chem
2014;156:42–9. http://dx.doi.org/10.1016/j.foodchem.2014.01.063.
[7] Wang J, Liang J. Research progress on chemical constituents and pharmacological effect of genus Gnetum. Strait Pharm J 2006;18:15–20.
http://dx.doi.org/10.3969/j.issn.1006-3765.2006.02.006.
[8] Huang K, Wang Y, Li R, Lin M. Stilbene dimers from the lianas of Gnetum hainanense.
Phytochemistry 2000;54:875–81. http://dx.doi.org/10.1016/S0031-9422(00)00151-5.
[9] Deng N, Shi SQ, Liu JF, Lan Q, Chang EM, Jiang ZP. Comparation in nutrient components
of Gnetum montanum f. megalocarpa leaves under two cultivated environment. J Trop
Subtrop Bot 2014;22:584–9.
[10] Buffeteau T, Cavagnat D, Bisson J, Marchal A, Kapche GD, Battistini I, et al. Unambiguous
determination of the absolute conﬁguration of dimeric stilbene glucosides from the rhizomes of Gnetum africanum. J Nat Prod 2014;77:1981–5.
http://dx.doi.org/10.1021/np500427v.
[11] Riviere C, Pawlus AD, Merillon JM. Natural stilbenoids: Distribution in the plant kingdom and chemotaxonomic interest in Vitaceae. Nat Prod Rep 2012;29:1317–33.
http://dx.doi.org/10.1039/c2np20049j.
[12] Iliya I, Akao Y, Matsumoto K, Nakagawa Y, Zulﬁqar A, Ito T, et al. Growth inhibition of
stilbenoids in Welwitschiaceae and Gnetaceae through induction of apoptosis in
human leukemia HL60 cells. Biol Pharm Bull 2006;29:1490–2.
http://dx.doi.org/10.1248/bpb.29.1490.
[13] Fang Y, Yu Y, Hou Q, Zheng X, Zhang M, Zhang D, et al. The Chinese herb isolate
isorhapontigenin induces apoptosis in human cancer cells by down-regulating
overexpression of antiapoptotic protein XIAP. J Biol Chem 2012;287:35234–43.
http://dx.doi.org/10.1074/jbc.M112.389494.
[14] Shi S, Liu J, Jiang Z. Research progress on Gnetaceae plants in the world. J Plant Genet
Resour 2011;12:694–9.

49

[15] Renaud S, de Lorgeril M. Wine, alcohol, platelets, and the French paradox for
coronary heart disease. Lancet 1992;339:1523–6.
http://dx.doi.org/10.1016/0140-6736(92)91277-F.
[16] Parage C, Tavares R, Rety S, Baltenweck-Guyot R, Poutaraud A, Renault L, et al.
Structural, functional, and evolutionary analysis of the unusually large stilbene
synthase gene family in grapevine. Plant Physiol 2012;160:1407–19.
http://dx.doi.org/10.1104/pp.112.202705.
[17] Baur JA, Sinclair DA. Therapeutic potential of resveratrol: The in vivo evidence. Nat
Rev Drug Discov 2006;5:493–506. http://dx.doi.org/10.1038/nrd2060.
[18] Piao ZS, Feng YB, Wang L, Zhang XQ, Lin M. Synthesis and HIV-1 inhibitory activity of
natural products isolated from Gnetum parvifolium and their analogues. Yao Xue Xue
Bao 2010;45:1509–15.
[19] Fang Y, Cao Z, Hou Q, Ma C, Yao C, Li J, et al. Cyclin d1 downregulation contributes to
anticancer effect of isorhapontigenin on human bladder cancer cells. Mol Cancer
Ther 2013;12:1492–503. http://dx.doi.org/10.1158/1535-7163.MCT-12-0922.
[20] Oliver JM, Burg DL, Wilson BS, McLaughlin JL, Geahlen RL. Inhibition of mast cell Fc
epsilon R1-mediated signaling and effector function by the Syk-selective inhibitor,
piceatannol. J Biol Chem 1994;269:29697–703.
[21] Wieder T, Prokop A, Bagci B, Essmann F, Bernicke D, Schulze-Osthoff K, et al.
Piceatannol, a hydroxylated analog of the chemopreventive agent resveratrol, is a
potent inducer of apoptosis in the lymphoma cell line BJAB and in primary, leukemic
lymphoblasts. Leukemia 2001;15:1735–42.
[22] Watts KT, Lee PC, Schmidt-Dannert C. Biosynthesis of plant-speciﬁc stilbene
polyketides in metabolically engineered Escherichia coli. BMC Biotechnol 2006;6:
22. http://dx.doi.org/10.1186/1472-6750-6-22.
[23] Katsuyama Y, Funa N, Miyahisa I, Horinouchi S. Synthesis of unnatural ﬂavonoids
and stilbenes by exploiting the plant biosynthetic pathway in Escherichia coli.
Chem Biol 2007;14:613–21. http://dx.doi.org/10.1016/j.chembiol.2007.05.004.
[24] Lan Q, Shi SQ, Liu JF, Chang EM, Deng N, Jiang ZP. Morphological characteristics and
nutrient components of Gnetum parvifolium seeds in Hainan province. Bull Bot Res
2013;5:616–22.
[25] Lan Q, Liu JF, Shi SQ, Chang EM, Deng N, Jiang ZP. Nutrient and medicinal components in Gnetum parvifolium seeds. For Res 2014;27:441.
[26] Iliya I, Tanaka T, Iinuma M, Ali Z, Furasawa M, Nakaya K. Four dimeric stilbenes in
stem lianas of Gnetum africanum. Heterocycles 2002;57:1507–12.
http://dx.doi.org/10.3987/COM-02-9527.
[27] Iliya I, Tanaka T, Iinuma M, Ali Z, Furasawa M, Nakaya KI. Dimeric stilbenes from
stem lianas of Gnetum africanum. ChemInform 2014;33:242.
http://dx.doi.org/10.1002/chin.200243242.
[28] Langcake P, Pryce RJ. The production of resveratrol by Vitis vinifera, and other members of the Vitaceae as a response to infection or injury. Physiol Plant Pathol 1976;9:
77–86. http://dx.doi.org/10.1016/0048-4059(76)90077-1.
[29] Xu A, Zhan J, Huang W. Effects of ultraviolet C, methyl jasmonate and salicylic acid, alone
or in combination, on stilbene biosynthesis in cell suspension cultures of Vitis vinifera L.
cv. Cabernet sauvignon. Plant Cell Tiss Org Cult 2015;122:197–211.
http://dx.doi.org/10.1007/s11240-015-0761-z.
[30] Xie L, Lang-Mladek C, Richter J, Nigam N, Hauser MT. UV-B induction of the E3 ligase
ARIADNE12 depends on CONSTITUTIVELY PHOTOMORPHOGENIC 1. Plant Physiol
Biochem 2015;93:18–28. http://dx.doi.org/10.1016/j.plaphy.2015.03.006.
[31] Livak KJ, Schmittgen TD. Analysis of relative gene expression data using real-time
quantitative PCR and the 2−ΔΔCT method. Methods 2001;25:402–8.
http://dx.doi.org/10.1006/meth.2001.1262.
[32] Magallón S, Hilu KW, Quandt D. Land plant evolutionary timeline: Gene effects are
secondary to fossil constraints in relaxed clock estimation of age and substitution
rates. Am J Bot 2013;100:556–73. http://dx.doi.org/10.3732/ajb.1200416.
[33] Arora J, Roat C, Goyal S, Ramawat KG. High stilbenes accumulation in root cultures of
Cayratia trifolia (L.) Domin grown in shake ﬂasks. Acta Physiol Plant 2009;31:
1307–12. http://dx.doi.org/10.1007/s11738-009-0359-3.
[34] Thapa G, Dey M, Sahoo L, Panda SK. An insight into the drought stress induced alterations in plants. Biol Plant 2011;55:603–13.
http://dx.doi.org/10.1007/s10535-011-0158-8.
[35] Majdi M, Karimzadeh G, Malboobi MA. Spatial and developmental expression of key
genes of terpene biosynthesis in Tanacetum parthenium. Biol Plant 2014;58:379–84.
http://dx.doi.org/10.1007/s10535-014-0398-5.
[36] Shrikanta A, Kumar A, Govindaswamy V. Resveratrol content and antioxidant properties of underutilized fruits. J Food Sci Technol 2015;52:383–90.
http://dx.doi.org/10.1007/s13197-013-0993-z.
[37] Vannozzi A, Dry IB, Fasoli M, Zenoni S, Lucchin M. Genome-wide analysis of the grapevine stilbene synthase multigenic family: Genomic organization and expression proﬁles
upon biotic and abiotic stresses. BMC Plant Biol 2012;12:130.
http://dx.doi.org/10.1186/1471-2229-12-130.
[38] Versari A, Parpinello GP, Tornielli GB, Ferrarini R, Giulivo C. Stilbene compounds and
stilbene synthase expression during ripening, wilting, and UV treatment in grape cv.
Corvina J Agric Food Chem 2001;49:5531–6. http://dx.doi.org/10.1021/jf010672o.
[39] Schroder G, Brown JW, Schroder J. Molecular analysis of resveratrol synthase. cDNA,
genomic clones and relationship with chalcone synthase. Eur J Biochem 1988;172:
161–9. http://dx.doi.org/10.1111/j.1432-1033.1988.tb13868.x.
[40] Raiber S, Schroder G, Schroder J. Molecular and enzymatic characterization of
two stilbene synthases from eastern white pine (Pinus strobus). A single Arg/His
difference determines the activity and the pH dependence of the enzymes. FEBS
Lett 1995;361:299–302. http://dx.doi.org/10.1016/0014-5793(95)00199-J.

